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Application of Integrated Health, Medical, and Behavioral Data from Corporate Employee Cohort to Medical
and Healthcare Fields
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Preparation for infectious disease outbreaks, rising healthcare costs associated with an aging society, and the increase in chronic diseases have
becomeissues of vitalimportance. To address these social issues, a platform supporting preventive healthcare and improving healthcare measures
through the continuous integration and analysis of real-world data and the application of the resulting knowledge to medical and healthcare fields
is essential.

Toshiba Corporation has constructed a platform based on a corporate cohort of approximately 19 000 domestic employees of the Toshiba Group
by continuously and individually integrating health and medical data with workplace behavioral data, such as attendance records and purchas-
ing data, and conducted joint research with multiple research institutions. A study on adverse reactions following COVID-19 vaccine booster shots
enabled exploratory analysis of genetic factors by combining data accumulated on the platform with additional questionnaire data. Another study
involving a randomized controlled trial (RCT) of sodium reduction clarified both the feasibility of and the challenges associated with implement-
ing personalized prevention. These studies demonstrate the potential of the platform based on the corporate cohort to support both preventive

healthcare services in normal times and rapid factor analysis during times of crisis.
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Overview of corporate cohort
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Flowchart of data linkage and quality control
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Flowchart of exploratory analysis of genetic factors related to
adverse reactions after COVID-19 vaccine booster shots
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*Omae, Y. et al. Genome-wide association study of common side
effects following COVID-19 booster vaccination in a cohort of
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Results of Genome-wide association studies (GWAS) for four types
of adverse reactions
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Flowchart of randomized controlled trial of sodium reduction
intervention using genetic information and artificial intelligence (Al)
application
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Mean values and between-group differences of outcomes at three months after start of intervention

; 43 (SD) B2 (95 %ISHEXE)
FUNAL wRREH(N)
AR X EREF A7 7VUIRERE AR IR NABE-AI7 TURERE
RIGERE (g/H) 268 10.8(2.0) 11.0(2.0) 10.92.1) -0.2(-0.7~0.3) -0.04(-0.9~0.8)
BMI 276 25.5(4.6) 25.5(4.0) 24.9(4.1) 0.1(-1.0~1.1) 0.7(-1.2~2.5)
TBEAEN 286 29(1.2) 27(1.1) 3.0(1.2) 0.2(-0.1~0.4) -0.1(-0.6~0.4)
UNHEHA I FE (mmHg) 128 130.2(19.9) 132.8(11.5) 134.2(12.9) -2.6(-8.7~3.4) -4.1(-13.1~4.9)
FRERAR I E (mmHg) 128 83.4(14.6) 85.7(8.3) 88.3(9.7) -2.3(-6.7~2.1) -4.9(-11.56~1.7)

*kSato, K. et al. Sodium Reduction Program Incorporating Genetic Profile and an Al-Based App: A Randomized Clinical Trial. JAMA Netw Open.
2025;8(10):e2537540. doi:10.1001 /jamanetworkopen.2025.37540 ZE(CiZE L TIERL
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